Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; R factor = 0.036; wR factor = 0.120; data-to-parameter ratio = 11.6.
In the title compound, C 12 H 12 O 7 , the dihedral angles between the benzene ring and the mean planes of the 3-carboxymethoxy, 1-carboxymethoxy and acetyl substituents are 8.67 (7), 7.81 (6) and 10.3 (18) , respectively. In the crystal, molecules are linked by typical carboxylic acid O-HÁ Á ÁO hydrogen bonds, forming a zigzag chain. C-HÁ Á ÁO interactions also occur.
Related literature
For a related structure, see: Zhang et al. (2007) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
The title compound is a potential inhibitor of mushroom tyrosinase.
The dihedral angles between the mean planes of the benzene ring and those of the 2-carboxymethoxyl,(O1-C8-C7-O3-O2), 4-carboxymethoxyl (O6-C10-C9-O4-O5), and acetyl, (C11-C12-O7), substituents are 8.67 (7) This chain is linked to anti-parallel chains by C-H···O weak hydrogen bonds to form a two dimensional sheet stabilizing the supramolecular structure, Table 1, Figure 2 . Experimental 2,4-dihydroxyacetophenone (10.64 g, 0.07 mol) and potassium hydroxide (10.58 g, 0.189 mol) were dissolved in dry acetone (100 ml) in a three-neck flask. Then ethyl bromoacetate (28.06 g, 0.168 mol) was dropwise added at room temperature and vigorously stirred for 3 h. The progress of the reaction was monitored by TCL (Si gel, developing solvent V (acetone) /V (petroleum ether) = 1:2). After suction filtration and distillation to remove the solvent, a white solid was obtained, 19.76 g, yield 87.1%. This solid was dissolved in acetone (30 ml) and 20% aq. NaOH (50 ml) was added. The reaction mixture was stirred at 323 K for 1.5 h. After acidifying the misxture with dilute hydrochloric acid to pH=3, followed by suction filtrationand washing the residue with water, the target product was prepared. After recrystallization from ethanol, crystalline colorless needles were obtained.
Refinement
All the carbon-bounded hydrogen atoms were located at their ideal positions with the C-H=0.93 Å, C-H=0.96 Å, C-H=0.97 Å and U iso (H)=1.2U eq (C). All the hydrogen atoms bonded to the oxygen atoms were located from the difference maps and refined with the restraints of O-H=0.82 (1) Å and U iso (H)=1.5U eq (O). View of the molecule of (I) showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level. 
Computing details

